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Ciliates are widely distributed bacterivorous protozoa that play a key role in the aquatic food webs and support ecosystem stability [1]. Paramecium is a typical ciliate used as popular model in cell biology and ecotoxicology. The ciliate maintains symbiotic relationships with environmental bacteria, forming a close host–symbiont system [2, 3]. However, most studies focus on laboratory model strains, whereas non-model species such as Paramecium multimicronucleatum have been understudied that limit understanding of ciliate–bacterial interactions. 
This study is aimed at the variability of morphometric sizes and composition of the associated prokaryotic community. For this we performed measurement of living cells to clarify the morphometric characteristics of the P. multimicronucleatum strain. Single-cell high-throughput 16S rRNA gene sequencing was used to evaluate the composition, diversity, and structure of the associated bacterial community, and the core microbiome was identified via bioinformatic methods.
The morphometric features of the studied strain are in good agreement with the data previously published [4] and provide accurate species identification. Significant differences were found between the host-associated bacterial community and the environmental control. The host exhibited strong selective enrichment of specific bacterial groups, indicating that the associated bacterial community was not randomly assembled. This study supplements known data on morphology and symbiotic relationship of P. multimicronucleatum with new findings, and provide a background for further study of host–symbiont relationships between ciliates and bacteria.
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